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4 <110> APPLICANT: Glitncher, Laurie H. 

5 Szabo, Susanna, J. 

7 <120> TITLE OF INVENTION: T-BET COMPOSITIONS AND METHODS OF USE THEREOF 
9 <130> FILE REFERENCE: HUI-040CP 

11 < 14 0> CURRENT APPLICATION NUMBER: US 10/008264C 

12 < 14 1> CURRENT FILING DATE: 2001-12-03 

14 <150> PRIOR APPLICATION NUMBER: PCT/USOO/15345 

15 <151> PRIOR FILING DATE: 2000-06-01 

17 <150> PRIOR APPLICATION NUMBER: US 60/137085 

18 <151> PRIOR FILING DATE: 1999-06-02 
20 <160> NUMBER OF SEQ ID NOS : 9 

22 <170> SOFTWARE: Patentin Ver. 2.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1608 
2 6 <212> TYPE: DNA 

2 7 <213> ORGANISM: Homo sapiens 

29 <220> FEATURE: 

30 <221> NAME/KEY: CDS 

31 <222> LOCATION: (1)..(1605) 
33 <400> SEQUENCE: 1 


34 

atg 

ggc 

ate 

gtg 

gag 

ccg 

ggt 

tgc gga gac atg 

ctg aeg ggc 

acc 

gag 

48 

35 

Met 

Gly 

He 

Val 

Glu 

Pro 

Gly 

Cys Gly Asp Met 

Leu Thr Gly Thr Glu 


36 

1 




5 



10 


15 



38 

ccg 

atg 

ccg 

ggg 

age 

gac 

gag 

ggc egg gcg cet 

gge gee gac 

eeg 

cag 

96 

39 

Pro 

Met 

Pro 

Gly 

Ser 

Asp 

Glu 

Gly Arg Ala Pro 

Gly Ala Asp 

Pro 

Gin 


40 




20 




25 

30 




42 

cac 

cgc 

tac 

ttc 

tac 

eeg 

gag 

ccg ggc gcg cag 

gac gcg gac 

gag 

cgt 

144 

43 

His 

Arg 

Tyr 

Phe 

Tyr 

Pro 

Glu 

Pro Gly Ala Gin Asp Ala Asp Glu Arg 


44 



35 





40 

45 




46 

cgc 

ggg 

ggc 

ggc 

age 

ctg 

ggg 

tet ccc tac ccg 

ggg ggc gee 

ttg 

gtg 

192 

47 

Arg 

Gly 

Gly 

Gly 

Ser 

Leu 

Gly 

Ser Pro Tyr Pro 

Gly Gly Ala 

Leu 

Val 


48 


50 





55 


60 




50 

ccc 

gcc 

ccg 

ccg 

age 

cgc 

ttc 

ctt gga gcc tac 

gee tac ccg 

ccg 

cga 

240 

51 

Pro 

Ala 

Pro 

Pro 

Ser 

Arg 

Phe 

Leu Gly Ala Tyr Ala Tyr Pro 

Pro 

Arg 


52 

65 





70 


75 



80 


54 

ccc 

cag 

gcg 

gcc 

ggc 

ttc 

ccc 

gge gcg ggc gag 

tee ttc eeg 

eeg 

ccc 

288 

55 

Pro 

Gin 

Ala 

Ala 

Gly 

Phe 

Pro 

Gly Ala Gly Glu 

Ser Phe Pro 

Pro 

Pro 


56 





85 



90 


95 



58 

gcg 

gac 

gcc 

gag 

ggc 

tac 

cag 

ccg ggc gag ggc 

tac gcc gcc 

ccg 

gac 

336 

59 

Ala 

Asp 

Ala 

Glu 

Gly 

Tyr 

Gin 

Pro Gly Glu Gly Tyr Ala Ala 

Pro 

Asp 


60 




100 




105 

110 




63 

ccg 

cgc 

gcc 

ggg 

etc 

tac 

ccg 

ggg ccg cgt gag 

gac tac gcg 

eta 

ccc 

384 

64 

Pro 

Arg 

Ala 

Gly 

Leu 

Tyr 

Pro 

Gly Pro Arg Glu 

Asp Tyr Ala 

Leu 

Pro 
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65 115 120 125 

67 gcg gga ctg gag gtg teg ggg aaa ctg agg gtc gcg etc aae aae cac 432 

68 Ala Gly Leu Glu Val Ser Gly Lys Leu Arg Val Ala Leu Asn Asn His 

69 130 135 140 

71 ctg ttg tgg tec aag ttt aat eag cac cag aca gag atg ate ate ace 480 

72 Leu Leu Trp Ser Lys Phe Asn Gin His Gin Thr Glu Met lie lie Thr 

73 145 150 155 160 

75 aag cag gga egg egg atg ttc eea ttc ctg tea ttt act gtg gee ggg 528 

76 Lys Gin Gly Arg Arg Met Phe Pro Phe Leu Ser Phe Thr Val Ala Gly 

77 165 170 175 

79 ctg gag eee aee age eae tae agg atg ttt gtg gae gtg gtc ttg gtg 576 

80 Leu Glu Pro Thr Ser His Tyr Arg Met Phe Val Asp Val Val Leu Val 

81 180 185 190 

83 gac cag cac cac tgg egg tac cag age ggc aag tgg gtg cag tgt gga 624 

84 Asp Gin His His Trp Arg Tyr Gin Ser Gly Lys Trp Val Gin Cys Gly 

85 195 200 205 

87 aag gee gag ggc age atg eea gga aae ege ctg tae gtc cac ceg gae 672 

88 Lys Ala Glu Gly Ser Met Pro Gly Asn Arg Leu Tyr Val His Pro Asp 

89 .210 215 220 

91 tec eee aae aca gga gcg eae tgg atg ege eag gaa gtt tea ttt ggg 720 

92 Ser Pro Asn Thr Gly Ala His Trp Met Arg Gin Glu Val Ser Phe Gly 

93 225 230 235 240 

95 aaa eta aag etc aca aac aae aag ggg gcg tec aac aat gtg ace cag 768 

96 Lys Leu Lys Leu Thr Asn Asn Lys Gly Ala Ser Asn Asn Val Thr Gin 

97 245 250 255 

99 atg att gtg etc cag tec etc cat aag tac cag ccc egg ctg cat ate 816 

100 Met lie Val Leu Gin Ser Leu His Lys Tyr Gin Pro Arg Leu His lie 

101 260 265 270 

103 gtt gag gtg aac gac gga gag eea gag gea gee tgc aae get tec aae 864 

104 Val Glu Val Asn Asp Gly Glu Pro Glu Ala Ala Cys Asn Ala Ser Asn 

105 275 280 285 

107 aeg cat ate ttt act ttc caa gaa ace cag ttc att gee gtg act gee 912 

108 Thr His lie Phe Thr Phe Gin Glu Thr Gin Phe lie Ala Val Thr Ala 

109 290 295 300 

111 tae eag aat gee gag att act cag ctg aaa att gat aat aae eee ttt 960 

112 Tyr Gin Asn Ala Glu lie Thr Gin Leu Lys lie Asp Asn Asn Pro Phe 

113 305 310 315 320 

115 gee aaa gga ttc egg gag aac ttt gag tec atg tac aca tet gtt gae 1008 

116 Ala Lys Gly Phe Arg Glu Asn Phe Glu Ser Met Tyr Thr Ser Val Asp 

117 325 330 335 

119 aee age ate eee tee ceg ect gga eee aae tgt caa ttc ett ggg gga 1056 

120 Thr Ser lie Pro Ser Pro Pro Gly Pro Asn Cys Gin Phe Leu Gly Gly 

121 340 345 350 

124 gat eae tae tet ect etc eta eee aae eag tat ect gtt eee age ege 1104 

125 Asp His Tyr Ser Pro Leu Leu Pro Asn Gin Tyr Pro Val Pro Ser Arg 

126 355 360 365 

128 ttc tac ccc gac ett ect ggc cag gcg aag gat gtg gtt ccc cag get 1152 
12 9 Phe Tyr Pro Asp Leu Pro Gly Gin Ala Lys Asp Val Val Pro Gin Ala 
130 370 375 380 
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132 

tac 

tgg 

ctg 

ggg 

gee 

ccc 

egg 

gae 

cae 

age 

tat 

gag get 

gag 

ttt 

ega 

1200 

133 

Tyr 

Trp 

Leu 

Gly 

Ala 

Pro Arg 

Asp 

His 

Ser 

Tyr 

Glu Ala 

Glu 

Phe 

Arg 


134 

385 





390 





395 




400 


136 

gca 

gtc 

age 

atg 

aag 

cct 

gca 

tte 

ttg 

ccc 

tct 

gcc cct 

ggg 

ccc 

ace 

1248 

137 

Ala 

Val 

Ser 

Met 

Lys 

Pro 

Ala 

Phe 

Leu 

Pro 

Ser 

Ala Pro 

Gly 

Pro 

Thr 


138 





405 





410 




415 



140 

atg 

tec 

tac 

tac 

ega 

ggc 

cag 

gag 

gtc 

ctg 

gca 

cct gga 

get 

ggc 

tgg 

1296 

141 

Met 

Ser 

Tyr 

Tyr 

Arg 

Gly Gin 

Glu 

Val 

Leu 

Ala 

Pro Gly 

Ala 

Gly 

Trp 


142 




420 





425 




430 




144 

cct 

gtg 

gca 

ccc 

eag 

tac 

cct 

ccc 

aag 

atg 

ggc 

ccg gcc 

age 

tgg 

ttc 

1344 

145 

Pro 

Val 

Ala 

Pro 

Gin 

Tyr 

Pro 

Pro 

Lys 

Met 

Gly 

Pro Ala 

Ser 

Trp 

Phe 


146 



435 





440 




445 





148 

cgc 

cct 

atg 

egg 

act 

CtQ 

ccc 

atg 

gaa 

ccc 

ggc 

cct gga 

ggc 

tea 

gag 

1392 

149 

Arg 

Pro 

Met 

Arg 

Thr 

Leu 

Pro 

Met 

Glu 

Pro Gly Pro Gly 

Gly 

Ser 

Glu 


150 


450 





455 





460 





152 

gga 

egg 

gga 

eea 

gag 

gae 

eag 

ggt 

ccc 

ccc 

ttg 

gtg tgg 

act 

gag 

att 

1440 

153 

Gly 

Arg 

Gly 

Pro 

Glu 

Asp 

Gin 

Gly 

Pro 

Pro 

Leu 

Val Trp 

Thr 

Glu 

He 


154 

465 





470 





475 




480 


156 

gcc 

ccc 

ate 

egg 

ceg 

gaa 

tee 

agt 

gat 

tea 

gga 

ctg ggc 

gaa 

gga 

gae 

1488 

157 

Ala 

Pro 

He 

Arg 

Pro 

Glu 

Ser 

Ser 

Asp 

Ser Gly Leu Gly 

Glu 

Gly 

Asp 


158 





485 





490 




495 



160 

tct 

aag 

agg 

agg 

cgc 

gtg 

tec 

ccc 

tat 

cct 

tec 

agt ggt 

gae 

age 

tec 

1536 

161 

Ser 

Lys 

Arg 

Arg 

Arg 

Val 

Ser 

Pro 

Tyr 

Pro 

Ser 

Ser Gly 

Asp 

Ser 

Ser 


162 




500 





505 




510 




164 

tec 

cct 

get 

ggg 

gcc 

cct 

tct 

cct 

ttt 

gat 

aag 

gaa get 

gaa 

gga 

eag 

1584 

165 

Ser 

Pro 

Ala 

Gly 

Ala 

Pro 

Ser 

Pro 

Phe 

Asp 

Lys 

Glu Ala 

Glu 

Gly 

Gin 


166 



515 





520 




525 





168 

ttt 

tat 

aae 

tat 

ttt 

ccc 

aac 

tga 








1608 

169 

Phe 

Tyr 

Asn 

Tyr 

Phe 

Pro 

Asn 










170 


530 





535 










173 

<210> SEQ ID NO; 

: 2 












174 

<211> LENGTH: 535 












175 

<212> TYPE: 

PRT 













176 

<213> ORGANISM: 

Homo sapiens 









178 

<400> SEQUENCE: 

2 












179 

Met 

Gly 

He 

Val 

Glu 

Pro 

Gly 

Cys 

Gly 

Asp 

Met 

Leu Thr 

Gly 

Thr 

Glu 


180 

1 




5 





10 




15 



182 

Pro 

Met 

Pro 

Gly 

Ser 

Asp 

Glu 

Gly 

Arg 

Ala 

Pro Gly Ala 

Asp 

Pro 

Gin 


183 




20 





25 




30 




185 

His 

Arg 

Tyr 

Phe 

Tyr 

Pro 

Glu 

Pro 

Gly 

Ala Gin Asp Ala 

Asp 

Glu 

Arg 


186 



35 





40 




45 





188 

Arg 

Gly 

Gly 

Gly 

Ser 

Leu 

Gly 

Ser 

Pro 

Tyr Pro Gly Gly 

Ala 

Leu 

Val 


189 


50 





55 





60 





191 

Pro 

Ala 

Pro 

Pro 

Ser 

Arg 

Phe 

Leu 

Gly 

Ala 

Tyr 

Ala Tyr 

Pro 

Pro 

Arg 


192 

65 





70 





75 




80 


194 

Pro 

Gin 

Ala 

Ala 

Gly 

Phe 

Pro 

Gly 

Ala 

Gly Glu 

Ser Phe 

Pro 

Pro 

Pro 


195 





85 





90 




95 



197 

Ala 

Asp 

Ala 

Glu 

Gly 

Tyr 

Gin 

Pro 

Gly 

Glu Gly Tyr Ala 

Ala 

Pro 

Asp 


198 




100 





105 




110 





fiie://C:\CRF4\OUTHOLD\VsrJ008264C.htm 


RAW SEQUENCE LISTING DATE: 02/03/2006 

PATENT APPLICATION: US/10/008 , 264C TIME: 12:53:58 


Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\02032006\J008264C.raw 


200 

Pro 

Arg 

Ala Gly 

Leu 

Tyr 

Pro 

Gly 

Pro 

Arg 

Glu 

Asp 

Tyr 

Ala 

Leu 

Pro 

201 



115 




120 





125 




203 

Ala 

Gly Leu Glu 

Val 

Ser 

Gly 

Lys 

Leu 

Arg 

Val 

Ala 

Leu 

Asn 

Asn 

His 

204 


130 




135 





140 





206 

Leu 

Leu 

Trp Ser 

Lys 

Phe 

Asn 

Gin 

His 

Gin 

Thr 

Glu 

Met 

He 

He 

Thr 

207 

145 




150 





155 





160 

209 

Lys 

Gin Gly Arg 

Arg 

Met 

Phe 

Pro 

Phe 

Leu 

Ser 

Phe 

Thr 

Val 

Ala 

Gly 

210 




165 





170 





175 


212 

Leu 

Glu 

Pro Thr 

Ser 

His 

Tyr 

Arg 

Met 

Phe 

Val 

Asp 

Val 

Val 

Leu 

Val 

213 



180 





185 





190 



215 

Asp 

Gin 

His His 

Trp 

Arg 

Tyr 

Gin 

Ser 

Gly 

Lys 

Trp 

Val 

Gin 

Cys 

Gly 

216 



195 




200 





205 




218 

Lys 

Ala Glu Gly 

Ser 

Met 

Pro 

Gly 

Asn 

Arg 

Leu 

Tyr 

Val 

His 

Pro 

Asp 

219 


210 




215 





220 





221 

Ser 

Pro 

Asn Thr 

Gly 

Ala 

His 

Trp 

Met 

Arg 

Gin 

Glu 

Val 

Ser 

Phe 

Gly 

222 

225 




230 





235 





240 

224 

Lys 

Leu 

Lys Leu 

Thr 

Asn 

Asn 

Lys 

Gly 

Ala 

Ser 

Asn 

Asn 

Val 

Thr 

Gin 

225 




245 





250 





255 


227 

Met 

He 

Val Leu 

Gin 

Ser 

Leu 

His 

Lys 

Tyr 

Gin 

Pro 

Arg 

Leu 

His 

He 

228 



260 





265 





270 



230 

Val 

Glu 

Val Asn 

Asp 

Gly 

Glu 

Pro 

Glu 

Ala 

Ala 

Cys 

Asn 

Ala 

Ser 

Asn 

231 



275 




280 





285 




233 

Thr 

His 

He Phe 

Thr 

Phe 

Gin 

Glu 

Thr 

Gin 

Phe 

He 

Ala 

Val 

Thr 

Ala 

234 


290 




295 





300 





236 

Tyr 

Gin 

Asn Ala 

Glu 

He 

Thr 

Gin 

Leu 

Lys 

He 

Asp 

Asn 

Asn 

Pro 

Phe 

237 

305 




310 





315 





320 

239 

Ala 

Lys 

Gly Phe 

Arg 

Glu 

Asn 

Phe 

Glu 

Ser 

Met 

Tyr 

Thr 

Ser 

Val 

Asp 

240 




325 





330 





335 


242 

Thr 

Ser 

He Pro 

Ser 

Pro 

Pro 

Gly 

Pro 

Asn 

Cys 

Gin 

Phe 

Leu 

Gly 

Gly 

243 



340 





345 





350 



246 

Asp 

His 

Tyr Ser 

Pro 

Leu 

Leu 

Pro 

Asn 

Gin 

Tyr 

Pro 

Val 

Pro 

Ser 

Arg 

247 



355 




360 





365 




249 

Phe 

Tyr 

Pro Asp 

Leu 

Pro 

Gly 

Gin 

Ala 

Lys 

Asp 

Val 

Val 

Pro 

Gin 

Ala 

250 


370 




375 





380 





252 

Tyr 

Trp Leu Gly 

Ala 

Pro 

Arg 

Asp 

His 

Ser 

Tyr 

Glu 

Ala 

Glu 

Phe 

Arg 

253 

385 




390 





395 





400 

255 

Ala 

Val 

Ser Met 

Lys 

Pro 

Ala 

Phe 

Leu 

Pro 

Ser 

Ala 

Pro 

Gly 

Pro 

Thr 

256 




405 





410 





415 


258 

Met 

Ser 

Tyr Tyr 

Arg 

Gly 

Gin 

Glu 

Val 

Leu 

Ala 

Pro 

Gly 

Ala 

Gly 

Trp 

259 



420 





425 





430 



261 

Pro 

Val 

Ala Pro 

Gin 

Tyr 

Pro 

Pro 

Lys 

Met 

Gly 

Pro 

Ala 

Ser 

Trp 

Phe 

262 



435 




440 





445 




264 

Arg 

Pro 

Met Arg 

Thr 

Leu 

Pro 

Met 

Glu 

Pro 

Gly 

Pro 

Gly 

Gly 

Ser 

Glu 

265 


450 




455 





460 





267 

Gly 

Arg Gly Pro 

Glu 

Asp 

Gin 

Gly 

Pro 

Pro 

Leu 

Val 

Trp 

Thr 

Glu 

He 

268 

465 




470 





475 





480 

270 

Ala 

Pro 

He Arg 

Pro 

Glu 

Ser 

Ser 

Asp 

Ser 

Gly 

Leu 

Gly 

Glu 

Gly 

Asp 

271 




485 





490 





495 


273 

Ser 

Lys Arg Arg 

Arg 

Val 

Ser 

Pro 

Tyr 

Pro 

Ser 

Ser 

Gly 

Asp 

Ser 

Ser 
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274 




500 





505 



510 




276 

Ser 

Pro Ala Gly Ala 

Pro 

Ser 

Pro 

Phe Asp Lys 

Glu 

Ala 

Glu 

Gly 

Gin 


277 



515 





520 



525 





279 

Phe 

Tyr Asn 

Tyr 

Phe 

Pro 

Asn 









280 


530 





535 









283 

<210> SEQ ID NO 

3 











284 

<211> LENGTH: 1593 











285 

<212> TYPE: 

DNA 












286 

<213> ORGANISM: 

Mus 

musculus 








288 

<220> FEATURE: 












289 

<221> NAME/KEY: 

CDS 











290 

<222> LOCATION: 

(1) 

. (1590) 









292 

<400> SEQUENCE: 

3 











293 

atq 

ggc 

ate 

qtq 

gag 

ccg 

ggc 

tgc 

gga gac atg 

ctg 

ace 

ggc 

acc 

gag 

48 

294 

Met 

Gly 

He 

Val 

Glu 

Pro 

Gly 

Cys 

Gly Asp Met 

Leu 

Thr Gly 

Thr 

Glu 


295 

1 




5 




10 




15 



297 

CCQ 

atq 

ccq 

aqt 

gac 

gag 

ggc 

egg 

ggg ccc gga 

gcg 

gac 

caa 

cag 

cat 

96 

298 

Pro 

Met 

Pro 

Ser 

Asp 

Glu 

Gly 

Arg 

Gly Pro Gly Ala 

Asp 

Gin 

Gin 

His 


299 




20 





25 



30 




302 

cat 

ttc 

ttc 

tat 

ccc 

gag 

ccg 

ggc 

gca cag gac 

ccg 

ace 

gat 

cgc 

cgc 

144 

303 

Arq 

Phe 

Phe 

Tyr 

Pro 

Glu 

Pro 

Gly 

Ala Gin Asp 

Pro 

Thr Asp 

Arg 

Arg 


304 



35 





40 



45 





306 

gca 

ggt 

age 

age 

ctg 

ggg 

acg 

ccc 

tac tct ggg 

ggc 

gcc 

ctg 

gtg 

ect 

192 

307 

Ala 

Gly 

Ser 

Ser 

Leu 

Gly 

Thr 

Pro 

Tyr Ser Gly Gly 

Ala 

Leu 

Val 

Pro 


308 


50 





55 



60 






310 

gcc 

gcg 

cog 

ggt 

cgc 

ttc 

ctt 

gga 

tec ttc gcc 

tac 

ccg 

ccc 

egg 

get 

240 

311 

Ala 

Ala 

Pro 

Gly 

Arg 

Phe 

Leu 

Gly 

Ser Phe Ala 

Tyr 

Pro 

Pro 

Arg 

Ala 


312 

65 





70 



75 





80 


314 

cag 

gtg 

get 

ggc 

ttt 

ccc 

ggg 

ect 

ggc gag ttc 

ttc 

ccg 

ccg 

ccc 

gcg 

288 

315 

Gin 

Val 

Ala 

Gly 

Phe 

Pro 

Gly 

Pro 

Gly Glu Phe 

Phe 

Pro 

Pro 

Pro 

Ala 


316 





85 




90 




95 



318 

ggt 

gcg 

gag 

ggc 

tac 

ccg 

ccc 

gtg 

gat ggc tac 

ect 

gcc 

ect 

gac 

ccg 

336 

319 

Gly 

Ala 

Glu 

Gly 

Tyr 

Pro 

Pro 

Val 

Asp Gly Tyr 

Pro 

Ala 

Pro 

Asp 

Pro 


320 




100 





105 



110 




322 

cgc 

gcg 

ggg 

etc 

tac 

cca 

ggg 

ccg 

cgc gag gac 

tac 

gca 

ttg 

ccc 

gcg 

384 

323 

Arg 

Ala 

Gly 

Leu 

Tyr 

Pro 

Gly 

Pro 

Arg Glu Asp Tyr 

Ala 

Leu 

Pro 

Ala 


324 



115 





120 



125 





326 

ggg 

ttg 

gag 

gtg 

tct 

ggg 

aag 

ctg 

aga gtc gcg 

etc 

age 

aac 

cac 

ctg 

432 

327 

Gly 

Leu 

Glu 

Val 

Ser 

Gly 

Lys 

Leu 

Arg Val Ala 

Leu 

Ser 

Asn 

His 

Leu 


328 


130 





135 



140 






330 

ttg 

tgg 

tec 

aag 

ttc 

aac 

cag 

cac 

cag aca gag 

atg 

ate 

ate 

act 

aag 

480 

331 

Leu 

Trp 

Ser 

Lys 

Phe 

Asn 

Gin 

His 

Gin Thr Glu 

Met 

He 

He 

Thr 

Lys 


332 

145 





150 



155 





160 


334 

caa 

gga 

egg 

ega 

atg 

ttc 

cca 

ttc 

ctg tec ttc 

ace 

gtg 

gcc 

ggg 

ctg 

528 

335 

Gin 

Gly 

Arg 

Arg 

Met 

Phe 

Pro 

Phe 

Leu Ser Phe 

Thr 

Val 

Ala 

Gly 

Leu 


336 





165 




170 




175 



338 

gag 

ccc 

aca 

age 

cat 

tac 

agg 

atg 

ttt gtg gat 

gtg 

gtc 

ttg 

gtg 

gac 

576 

339 

Glu 

Pro 

Thr 

Ser 

His 

Tyr 

Arg 

Met 

Phe Val Asp Val 

Val 

Leu 

Val 

Asp 


340 




180 





185 



190 
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4 
5 
7 
9 
11 
12 
14 
15 
17 
18 
20 
22 
24 
25 
26 
27 
29 
30 
31 
33 
34 
35 
36 
38 
39 
40 
42 


Input Set : A:\SEQUENCE LISTING.txt 
Output Set: N:\CRF4\01312006\J008264C.raw 

<110> APPLICANT: Glimcher, Laurie H. 
Szabo, Susanna, J. 

TITLE OF INVENTION: T-BET COMPOSITIONS AND METHODS OF USE THEREOF 
FILE REFERENCE: HUI-040CP 

CURRENT APPLICATION NUMBER: US 10/008264C 
CURRENT FILING DATE: 2001-12-03 
PRIOR APPLICATION NUMBER: PCT/USOO/15345 
PRIOR FILING DATE: 2000-06-01 
PRIOR APPLICATION NUMBER: US 60/137085 
PRIOR FILING DATE: 1999-06-02 
NUMBER OF SEQ ID NOS : 9 

2.0 


<120> 
<130> 

<140> 
<141> 
<150> 
<151> 
<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<400> 
atg ggc 
Met Gly 
1 

ccg atg 
Pro Met 


SOFTWARE : 
SEQ ID NO 
LENGTH: 1608 
TYPE: DNA 
ORGANISM: Homo 
FEATURE : 
NAME /KEY: CDS 
LOCATION: (1) . 
SEQUENCE: 1 


Patentin Ver. 
1 


sapiens 


(1605) 


Not Comply 
Corrected Diskette Ne 


ate gtg gag ccg ggt tgc gga gac atg ctg acg ggc acc gag 48 

lie Val Glu Pro Gly Cys Gly Asp Met Leu Thr Gly Thr Glu 

5 10 15 

ccg ggg age gac gag ggc egg gcg cet ggc gee gac ccg eag 96 

Pro Gly Ser Asp Glu Gly Arg Ala Pro Gly Ala Asp Pro Gin 

20 25 30 

cac cgc tac ttc tac ccg gag ccg ggc gcg cag gac gcg gac gag cgt 144 

43 His Arg Tyr Phe Tyr Pro Glu Pro Gly Ala Gin Asp Ala Asp Glu Arg 

44 35 40 45 

46 cgc ggg ggc ggc age ctg ggg tct ecc tac ccg ggg ggc gee ttg gtg 192 

47 Arg Gly Gly Gly ' Ser Leu Gly Ser Pro Tyr Pro Gly Gly Ala Leu Val 

48 50 55 60 

50 ecc gee ccg ccg age cgc ttc ctt gga gee tac gee tac ccg ccg cga 240 

51 Pro Ala Pro Pro Ser Arg Phe Leu Gly Ala Tyr Ala Tyr Pro Pro Arg 

52 65 70 75 80 

54 ecc eag gcg gee ggc ttc ecc ggc gcg ggc gag tec ttc ccg ccg ecc 288 

55 Pro Gin Ala Ala Gly Phe Pro Gly Ala Gly Glu Ser Phe Pro Pro Pro 

56 85 90 95 

58 gcg gac gee gag ggc tac cag ccg ggc gag ggc tac gee gee ccg gac 336 

59 Ala Asp Ala Glu Gly Tyr Gin Pro Gly Glu Gly Tyr Ala Ala Pro Asp 

60 100 105 110 

63 eeg cgc gee ggg etc tac ccg ggg ccg cgt gag gac tac gcg eta ecc 384 

64 Pro Arg Ala Gly Leu Tyr Pro Gly Pro Arg Glu Asp Tyr Ala Leu Pro 
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65 115 120 125 

67 gcg gga ctg gag gtg teg ggg aaa ctg agg gtc gcg etc aac aac cac 432 

68 Ala Gly Leu Glu Val Ser Gly Lys Leu Arg Val Ala Leu Asn Asn His 

69 130 135 140 

71 Ctg ttg tgg tec aag ttt aat cag cac cag aca gag atg ate ate ace 480 

72 Leu Leu Trp Ser Lys Phe Asn Gin His Gin Thr Glu Met lie lie Thr 

73 145 150 155 160 

75 aag cag gga egg egg atg ttc cca ttc ctg tea ttt act gtg gcc ggg 528 

76 Lys Gin Gly Arg Arg Met Phe Pro Phe Leu Ser Phe Thr Val Ala Gly 

77 165 170 175 

79 ctg gag ccc acc age cac tae agg atg ttt gtg gac gtg gte ttg gtg 576 

80 Leu Glu Pro Thr Ser His Tyr Arg Met Phe Val Asp Val Val Leu Val 

81 180 185 190 

83 gac cag cac cac tgg egg tae cag age ggc aag tgg gtg cag tgt gga 624 

84 Asp Gin His His Trp Arg Tyr Gin Ser Gly Lys Trp Val Gin Cys Gly 

85 195 200 205 

87 aag gcc gag ggc age atg cca gga aac cgc ctg tae gte cac eeg gac 672 

88 Lys Ala Glu Gly Ser Met Pro Gly Asn Arg Leu Tyr Val His Pro Asp 

89 210 215 220 

91 tee ccc aac aca gga gcg cac tgg atg cgc cag gaa gtt tea ttt ggg 720 

92 Ser Pro Asn Thr Gly Ala His Trp Met Arg Gin Glu Val Ser Phe Gly 

93 225 230 235 240 

95 aaa eta aag etc aca aac aac aag ggg gcg tec aac aat gtg acc cag 768 

96 Lys Leu Lys Leu Thr Asn Asn Lys Gly Ala Ser Asn Asn Val Thr Gin 

97 245 250 255 

99 atg att gtg etc cag tec etc cat aag tae cag ccc egg ctg cat ate 816 

100 Met lie Val Leu Gin Ser Leu His Lys Tyr Gin Pro Arg Leu His lie 

101 260 265 270 

103 gtt gag gtg aac gac gga gag cca gag gca gee tge aac get tee aac 864 

104 Val Glu Val Asn Asp Gly Glu Pro Glu Ala Ala Cys Asn Ala Ser Asn 

105 275 280 285 

107 aeg cat ate ttt act ttc caa gaa acc cag ttc att gcc gtg act gcc 912 

108 Thr His He Phe Thr Phe Gin Glu Thr Gin Phe He Ala Val Thr Ala 

109 290 295 300 

111 tae cag aat gcc gag att act cag ctg aaa att gat aat aac ccc ttt 960 

112 Tyr Gin Asn Ala Glu He Thr Gin Leu Lys He Asp Asn Asn Pro Phe 

113 305 310 315 320 

115 gee aaa gga ttc egg gag aac ttt gag tec atg tae aca tct gtt gac 1008 

116 Ala Lys Gly Phe Arg Glu Asn Phe Glu Ser Met Tyr Thr Ser Val Asp 

117 325 330 335 

119 acc age ate ccc tee eeg ect gga ccc aac tgt eaa ttc ett ggg gga 1056 

120 Thr Ser He Pro Ser Pro Pro Gly Pro Asn Cys Gin Phe Leu Gly Gly 

121 340 345 350 

124 gat cac tae tct ect etc eta ccc aac cag tat ect gtt ccc age cgc 1104 

125 Asp His Tyr Ser Pro Leu Leu Pro Asn Gin Tyr Pro Val Pro Ser Arg 

126 355 360 365 

128 ttc tae ccc gac ett ect ggc cag gcg aag gat gtg gtt ccc cag get 1152 

129 Phe Tyr Pro Asp Leu Pro Gly Gin Ala Lys Asp Val Val Pro Gin Ala 

130 370 375 380 
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132 

tac 

tgg 

ctg 

ggg 

gcc 

ccc 

CQQ 

gac 

cac 

age 

tat gag get 

qaq 

ttt 

cga 

1200 

133 

Tyr Trp 

Leu Gly 

Ala 

Pro 

Arq 

Asp 

His 

Ser 

Tyr Glu Ala 

Glu 

Phe 

Arg 


134 

385 





390 





395 



400 


136 

gca 

gtc 

age 

ate 

aag 

cct 

aca 

ttc 

ttq 

ccc 

tct gcc cct 

qqq 

eee 

ace 

1248 

137 

Ala 

Val 

Ser 

Met 

Lys 

Pro 

Ala 

Phe 

Leu 

Pro 

Ser Ala Pro 

Gly 

Pro 

Thr 


138 





405 





410 



415 



140 

atg 

tec 

tac 

tac 

cga 

ggc 

cap 

Qaa 

Qte 

Ctg 

gca cct gga 

qet 

^ V- 

qqc 

3 3^ 

tqq 

*'33 

1296 

141 

Met 

Ser 

Tyr 

Tyr 

Arg Gly 

Gin 

Glu 

Val 

Leu 

Ala Pro Gly 

Ala 

Glv 

Trp 


142 




420 





425 



430 




144 

cct 

gtg 

gca 

ccc 

cag 

tac 

cct 

ccc 

aag 

atg 

ggc eeg gee 

aac 
~j 

tqq 

^33 

ttc 

1344 

145 

Pro 

Val 

Ala 

Pro 

Gin 

Tyr 

Pro 

Pro 

Lvs 

Met 

Gly Pro Ala 

Ser 

Tro 

Phe 


146 



435 





440 



445 





148 

cgc 

cct 

atg 

egg 

act 

ctg 

ccc 

ata 

gaa 

ccc 

ggc cct gga 

OQC 

33^ 

tea 

aaa 

3^3 

1392 

1 4.Q 

Arg 

Pro 

Met 

Arg 

Thr 

Leu- 

JTX ^ 

Met 

Glu 

Pro Gly Pro Gly 

Glv 

Ser 

Glu 


1 ^n 


450 





455 




460 





1 

X 3 ^ 

gga 

egg 

gga 

eca 

gag 

gac 

cag 


eee 

eee 

ttg gtg tgg 

act 


att 

1440 

JL ^ J 

Gly Arg 

Gly 

Pro 

Glu Asp 

Gin 

Glv 

Pro 

Pro 

Leu Val Trp 

Thr 

Glu 

lie 


1 

J. -3*± 

465 





470 





475 



480 


1 Rfi 

gcc 

eec 

ate 

egg 

eeg 

gaa 

tee 

agt 

gat 

tea 

gga ctg gge 

gaa 

CI a Pi 
yyo. 

gac 

1488 

±o / 

Ala 

Pro 

lie Arg 

Pro 

Glu 

OCX 

OCX 

ir 

Ser Gly Leu Gly 

Glu 

Gly 

Asp 


X 3 o 





485 





490 



495 



160 

tct 

aag 

agg 

agg 

cgc 

gtg 

tec 

ccc 

tat 

cct 

tec agt ggt 

gac 

age 

tee 

1536 

1 fii 

J. O J- 

Ser 

Lys 

Arg Arg 

Arg 

Val 

Ser 

Pro 


Pro 

Ser Ser Gly 

Asp 

Ser 

Ser 


162 




500 





505 



510 





tec 

cct 

get 

ggg 

gcc 

cct 

tct 

cct 

L. U U. 

gat 

aag gaa get 

gaa 

yyd 

cag 

1584 

165 

Ser 

Pro 

Ala 

Gly 

Ala 

Pro 

Ser 

Pro 

Phe 

Asp 

Lys Glu Ala 

Glu 

Glv 

Gin 


166 



515 





520 



525 





168 

ttt 

tat 

aac 

tat 

ttt 

ccc 

aac 

tga 







1608 

X W 7 

Phe Tyr 

Asn 

Tyr 

Phe 

Pro 

Asn 









170 


530 





535 









173 

<210> SEQ ID NO: 

: 2 











174 

<211> LENGTH: 535 











175 

<212> TYPE: 

PRT 












176 

<213> ORGANISM: 

Homo sapiens 








178 

<400> SEQUENCE: 

2 











179 

Met 

Gly 

He 

Val 

Glu 

Pro 

Gly 

Cys 

Gly 

Asp 

Met Leu Thr 

Gly 

Thr 

Glu 


180 

1 




5 





10 



15 



182 

Pro 

Met 

Pro 

Gly 

Ser 

Asp 

Glu 

Gly 

Arg 

Ala Pro Gly Ala 

Asp 

Pro 

Gin 


183 




20 





25 



30 




185 

His Arg Tyr 

Phe 

Tyr 

Pro 

Glu 

Pro 

Gly 

Ala Gin Asp Ala 

Asp 

Glu 

Arg 


186 



35 





40 



45 





188 

Arg 

Gly Gly 

Gly 

Ser 

Leu 

Gly 

Ser 

Pro 

Tyr 

Pro Gly Gly 

Ala 

Leu 

Val 


189 


50 





55 




60 





191 

Pro 

Ala 

Pro 

Pro 

Ser 

Arg 

Phe 

Leu 

Gly 

Ala Tyr Ala Tyr 

Pro 

Pro 

Arg 


192 

65 





70 





75 



80 


194 

Pro 

Gin 

Ala 

Ala 

Gly 

Phe 

Pro 

Gly 

Ala 

Gly Glu Ser Phe 

Pro 

Pro 

Pro 


195 





85 





90 



95 



197 

Ala Asp Ala 

Glu 

Gly 

Tyr 

Gin 

Pro 

Gly 

Glu Gly Tyr Ala 

Ala 

Pro 

Asp 


198 




100 





105 



110 
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200 

Pro 

Arg Ala Gly 

Leu 

Tyr 

Pro 

Gly 

Pro 

Arg 

Glu 

Asp 

Tyr 

Ala 

Leu 

Pro 

201 


115 




120 





125 




203 

Ala 

Gly Leu Glu 

Val 

Ser 

Gly 

Lvs 

Leu 

Arq 

Val 

Ala 

Leu 

Asn 

Asn 

His 

204 


130 



135 





140 





206 

Leu 

Leu Trp Ser 

Lvs 

Phe 

Asn 

Gin 

His 

Gin 

Thr 

Glu 

Met 

He 

He 

Thr 

207 

145 



150 





155 





160 

209 

Lys 

Gin Gly Arg 

Ara 

Met 

Phe 

Pro 

Phe 

Leu 

Ser 

Phe 

Thr 

Val 

Ala 

Gly 

210 



165 





170 





175 


212 

Leu 

Glu Pro Thr 

Ser 

His 

Tvr 

Ara 

Met 

Phe 

Val 

Asp 

Val 

Val 

Leu 

Val 

£t ^ ~j 


180 





185 





190 



215 

Asp 

Gin His His 

VJ^AA i.^JU\S 

Tm 

AX^j 

Tvr 

X jrx 

Gin 

Ser 

Glv 

Lys 

Trt) 

xx^ 

Val 

Gin 

Cys 

Glv 

216 


195 




200 





205 




218 

Lys 

Ala Glu Glv 

Ser 

Met 

Pro 

Glv 

Asn 

Aro 

Leu 

Tvr 

Val 

His 

Pro 

Asp 

^ X ^ 


210 



215 





220 





221 

Seir 

Pto AsTi Thr 

Glv 

Ala 

His 

TrD 

ixp 

Met 

Ara 

^xy 

Gin 

Glu 

Val 

Ser 

Phe 

Glv 


99 ^ 



230 





235 





240 

224 

Lys 

Ti^ii TiVS Ti^u 

Thr 

Asn 

Asn 

Lys 

Glv 

Ala 

Ser 

Asn 

Asn 

Val 

Thr 

Gin 

^ ^ 3 



94R 





250 





255 


227 


Tl«a Val IjPU 

Gin 

Ser 

Leu 

His 

Lys 

Tvr 

Gin 

Pro 

Ara 

^xy 

Leu 

His 

He 

99 R 

o 


^ w 





265 





270 



230 

Val 

f5lii Val Asn 

Asp 

Glv 

Glu 

Pro 

Glu 

Ala 

Ala 

Cys 

Asn 

Ala 

Ser 

Asn 

^ O X 


97R 




280 





2 85 




233 

Thr 

Hi c; Tl p Php 

Thr 

Phe 

Gin 

Glu 

Thr 

Gin 

Phe 

He 

Ala 

Val 

Thr 

Ala 



2 90 



2 95 





3 00 





^ o 


f5l n A^n Al a 

wXll 4^0XX X^XCL 

Glu 

He 

Thr 

Gin 

Leu 

Lys 

He 

Asp 

Asn 

Asn 

Pro 

Phe 





310 





315 





320 

239 

Ala 

Lys Gly Phe 

Arg 

Glu 

Asn 

Phe 

Glu 

Ser 

Met 

Tvr 

Thr 

Ser 

Val 

Asp 

240 



325 





330 





335 


242 

Thr 

Ser He Pro 

Ser 

Pro 

Pro 

Glv 

Pro 

Asn 

Cvs 

Gin 

Phe 

Leu 

Gly 

Gly 

243 


340 





345 





350 



246 

Asp 

His Tyr Ser 

Pro 

Leu 

Leu 

Pro 

Asn 

Gin 

Tvr 

Pro 

Val 

Pro 

Ser 

Ara 

247 


355 




360 





365 




249 

Phe 

Tyr Pro Asp 

Leu 

Pro 

Gly 

Gin 

Ala 

Lys 

Asp 

Val 

Val 

Pro 

Gin 

Ala 

250 


370 



375 





380 





252 

Tvr 

Trp Leu Gly 

Ala 

Pro 

Ara 

Asp 

His 

Ser 

Tyr 

Glu 

Ala 

Glu 

Phe 

Arg 

253 

385 



390 





395 





400 

255 

Ala 

Val Ser Met 

Lys 

Pro 

Ala 

Phe 

Leu 

Pro 

Ser 

Ala 

Pro 

Gly 

Pro 

Thr 

256 



405 





410 





415 


258 

Met 

Ser Tyr Tyr 

Arg 

Gly 

Gin 

Glu 

Val 

Leu 

Ala 

Pro 

Gly 

Ala 

Gly 

Trp 

259 


420 





425 





430 



261 

Pro 

Val Ala Pro 

Gin 

Tyr 

Pro 

Pro 

Lys 

Met 

Gly 

Pro 

Ala 

Ser 

Trp 

Phe 

262 


435 




440 





445 




264 

Arg 

Pro Met Arg 

Thr 

Leu 

Pro 

Met 

Glu 

Pro 

Gly 

Pro 

Gly 

Gly 

Ser 

Glu 

265 


450 



455 





460 





267 

Gly 

Arg Gly Pro 

Glu 

Asp 

Gin 

Gly 

Pro 

Pro 

Leu 

Val 

Trp 

Thr 

Glu 

He 

268 

465 



470 





475 





480 

270 

Ala 

Pro He Arg 

Pro 

Glu 

Ser 

Ser 

Asp 

Ser 

Gly 

Leu 

Gly 

Glu 

Gly 

Asp 

271 



485 





490 





495 


273 

Ser 

Lys Arg Arg 

Arg 

Val 

Ser 

Pro 

Tyr 

Pro 

Ser 

Ser 

Gly 

Asp 

Ser 

Ser 
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274 


500 





505 


510 




276 

Ser 

Pro Ala Gly Ala 

Pro 

Ser 

Pro 

Phe Asp Lys 

Glu Ala 

Glu 

Gly 

Gin 


277 


515 




520 


525 





279 

Phe 

Tyr Asn Tyr 

Phe 

Pro 

Asn 








280 


530 



535 








283 

<210> SEQ ID NO; 

: 3 










284 

<211> LENGTH: 1593 










285 

<212> TYPE: DNA 











286 

<213> ORGANISM: 

Ml 1 o 

musculus 







^ o o 

<220> FEATURE: 











289 

<221> NAME/KEY: 











^ 7 u 

<222> LOCATION: 


. . (1590) 








^ 7 A 

<400> SEQUENCE: 

7 










293 


ggc ate gtg 



yy^ 


cicie\ OciC ata 

etg ace 

ggc 

ace 

aaa 
yciy 

48 



oiy i±e vai 

m n 

O-L Li. 





Leu Thr Gly 

Thr 

Glu 


9 Q c: 

X. 









X 3 



9Q7 


atg ccg agt 


y<*y 

yyt. 

^yy 

csaa c^cc aafi 

yyy yy^ 

gcg gae 

caa 

cag 

eat 

96 

9 Qfl 

Pro 

Met Pro Ser 

Asp 

yjl. Li 

yjXy 

Arg 

^^1 \r 'Dt"^^ ^1 
\j±.y irl.\j \J.Ly 

Ala Asp Gin 

Gl n 

£1 X o 


9 Q Q 

Z j7 J7 


9 n 







30 




o u ^ 

cgt 

4-^/1 4-4-/-< ^at- 

ucc uuc uac 


y€iy 


yyc 

y^d ^ciy y ciL> 

ccg ace 

gat 

cgc 

cgc 

144 


Arg 

jtrne FHe i y r 


VJX Li 

IT ±. \J 

1^1 \r 
vj±y 

nXCt Aoj^ 

Pro Thr Asp 

Arg 



J u ^ 


7 ^ 




fx U 


45 





J u o 

gca. 

ggu age age 

etg 

yyy 

acg 


c-dv^ Li.L«u yyy 

ggc gee 

etg 

y ^y 

cet 

192 

o u / 

TV T _ 

Ala 

Gly Ser Ser 

JJCLI 


XIXJL 

XT i- \J 

TvT* S^T* fllv 

Gly Ala Leu 

Val 

Pro 


7 OA 
J UO 


50 






60 





310 

gcc 

gcg ccg ggt 

cgc 

ttc 

ctt 

ccra 

tf P fctp crpc 

^ v-» v*^ b« ^ y V* Vi» 

tac ccg 

cec 

'-yy 

act 

y u 

240 

O J. X 

Ala 

Ala Pro Gly 


Phe 

Leu 

Gly 

OCX ^IIC J^XCl 

Tyr Pro 

Pro 

Aj.y 

Ala 


719 

J X ^ 

65 



70 



75 




80 


314 

cag 

gtg get ggc 

ttt 

cec 

ggg 

cet 

aac oaa ttc 

yyv« yay ^Vp^n.* 

tte ecg 

ccg 

cec 

OCQ 
y ^-y 

288 

7 1 R 
J X ^ 

Gin 

Val Ala Gly 


Pro 

Gly 

Pro 

Glv Gill Ph^ 

Phe Pro 

Pro 

Pro 

Ala 


71 

O -L O 



85 




90 



95 



318 

ggt 

gcg gag ggc 

tac 

ccg 

cec 

gtg 

gat ggc tac 

cet gcc 

cet 

gae 

ecg 

336 

319 

Gly 

Ala Glu Gly 

Tyr 

Pro 

Pro 

Val 

Asn Glv Tvr 

Pro Ala 

Pro 

Asp 

Pro 


320 


100 





105 


110 




322 

cgc 

gcg ggg etc 

tac 

eca 

ggg 

ecg 

CQC Qaci aac 

^y^ a^^v.* 

tac gea 

ttg 

cec 

QCQ 

384 

323 

Arg 

Ala Gly Leu 

Tyr 

Pro 

Gly 

Pro 

TVrg Glu Asp 

Tyr Ala Leu 

Pro 

Ala 


794. 


115 




120 


125 





326 

ggg 

ttg gag gtg 

tct 

ggg 

aag 

etg 

aga gtc gcg 

etc age 

aac 

cac 

etg 

432 

327 

Gly 

Leu Glu Val 

Ser 

Gly 

Lys 

Leu 

Arg Val Ala 

Leu Ser 

Asn 

His 

Leu 


328 


130 



135 



140 





330 

ttg 

tgg tec aag 

tte 

aac 

eag 

cac 

eag aca gag 

atg. ate 

ate 

act 

aag 

480 

331 

Leu 

Trp Ser Lys 

Phe 

Asn 

Gin 

His 

Gin Thr Glu 

Met He 

He 

Thr 

Lys 


332 

145 



150 



155 




160 


334 

caa 

gga egg ega 

atg 

ttc 

eca 

tte 

etg tec tte 

ace gtg 

gee 

ggg 

etg 

528 

335 

Gin 

Gly Arg Arg 

Met 

Phe 

Pro 

Phe 

Leu Ser Phe 

Thr Val 

Ala 

Gly 

Leu 


336 



165 




170 



175 



338 

gag 

cec aca age 

eat 

tac 

agg 

atg 

ttt gtg gat 

gtg gtc 

ttg 

gtg 

gae 

576 

339 

Glu 

Pro Thr Ser 

His 

Tyr 

Arg 

Met 

Phe Val Asp 

Val Val 

Leu 

Val 

Asp 


340 


180 





185 


190 
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